Table 1. Clinical and radiographic results
	
	Whole group
	Progression
	MCA
	Beighton
	Thoracic curve

	
	
	yes
	no
	
	≤ 50°
	> 50°
	
	≤ 3
	≥ 4
	
	Lenke 1
/Ponseti IV
	Lenke 3
/Ponseti III
	

	
	N=100
Mean [SD]
	N=53
Mean [SD]
	N=47
Mean [SD]
	p-value
	N=63
Mean [SD]
	N=37
Mean [SD]
	p-value
	N=28
Mean [SD]
	N=72
Mean [SD]
	p-value
	N=41
Mean [SD]
	N=59
Mean [SD]
	p-value

	Age (years)
	12.7
	[1.5]
	13.2
	[1.5]
	12.1
	[1.4]
	.0001
	13.0
	[1.5]
	12.1
	[1.5]
	.0032
	12.7
	[1.6]
	12.7
	[1.5]
	.4577
	13
	[1.7]
	12.5
	[1.4]
	.0590

	Follow-up time (years)
	2.9
	[1.8]
	2.5
	[1.8]
	3.2
	[1.7]
	.0139
	2.7
	[1.8]
	3.2
	[1.7]
	.0549
	2.8
	[1.6]
	2.9
	[1.8]
	.3449
	2.7
	[2.]
	2.9
	[1.6]
	.1598

	Initial thoracic ATR (°)
	10.5
	[3.8]
	9.3
	[3.7]
	11.9
	[5.2]
	.0003
	9.6
	[3.8]
	12.1
	[5.5]
	.0012
	10.1
	[4.6]
	10.7
	[4.5]
	.2607
	10.8
	[5.1]
	10.3
	[4.2]
	.3287

	Final thoracic ATR (°)
	12.4
	[5.1]
	9.5
	[3]
	15.7
	[5.5]
	<.0001
	9.8
	[3.0]
	16.9
	[5.6]
	<.0001
	12.4
	[5.1]
	12.4
	[5.4]
	.4783
	13.3
	[5.8]
	11.7
	[4.8]
	.1069

	Joint hypermobility¹
	2
	[0-9]
	2
	[0-7]
	2
	[0-9]
	.0538
	2
	[0-7]
	0
	[0-9]
	.0573
	5
	[4-9]
	1
	[0-3]
	<.0001
	2
	[0-9]
	2
	[0-9]
	.4986

	Initial Cobb (°)
	31.3
	[12.2]
	27.7
	[7.5]
	35.4
	[15]
	.0010
	26.7
	[7.1]
	39.2
	[14.9]
	<.0001
	29.0
	[9.9[
	32.2
	[13.0]
	.1677
	31.7
	[14]
	31
	[10.9]
	.4154

	MCA (°)
	45.1
	[21.2]
	30.8
	[10]
	61.2
	[19]
	<.0001
	31.4
	[8.7]
	68.5
	[14.7]
	<.0001
	44.1
	[18.3]
	45.5
	[22.4]
	.4862
	44.1
	[21.2]
	45.8
	[21.4]
	.2935

	Peak APR (°/year)
	9.1
	[7.9]
	2.9
	[3.1]
	16.1
	[5.3]
	<.0001
	4.7
	[5.2]
	16.7
	[5.6]
	<.0001
	9.8
	[8.9]
	8.9
	[7.5]
	.3225
	2.4
	[1.2]
	2.4
	[1]
	.2733

	Age at menarche (years)
	12.8
	[1.4]
	12.6
	[1.3]
	13
	[1.4]
	.0674
	12.6
	[1.3]
	13
	[1.4]
	.0674
	12.8
	[1.3]
	12.7
	[1.4]
	.3649
	13
	[1.6]
	12.6
	[1.1]
	.2875


Legend: ¹ – Median [MIN-MAX], ATR – Angle of Trunk Rotation, MCA – Maximum Cobb Angle, APR – Annual Progression Rate, SD – standard deviation
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Table 2. Allele association of TIMP2, with minor allele frequencies observed in this study and in databases of 1000genomes and Estonian population, case-control study.
	#
	Name
	Position
	Association
allele
	ObsHET
	PredHET
	MAF
	1000G
	EST
	Alleles

	1
	rs9916809
	78860177
	C
	.286
	.306
	.188
	.185
	n/a
	C:A

	2
	rs2277700
	78870629
	A
	.295
	.298
	.182
	.335
	.165
	A:G

	3
	rs2377005
	78874211
	C
	.060
	.139
	.075
	.121
	.061
	T:C

	4
	rs11658743
	78877679
	C
	.010
	.226
	.130
	.211
	.149
	C:T

	5
	rs11077401
	78892915
	G
	.253
	.351
	.227
	.044
	n/a
	G:T

	6
	rs2376999
	78894782
	T
	.190
	.219
	.125
	.356
	.125
	T:C

	7
	rs8068674
	78911363
	C
	.431
	.493
	.439
	.369
	.430
	C:T

	8
	rs4789934
	78915454
	T
	.110
	.113
	.060
	.051
	.059
	T:C

	9
	rs8179090
	78925807
	G
	.315
	.453
	.347
	.058
	.009
	C:G


Legend: MAF – minor allele frequency, ObsHET – observed heterozyosity, PredHET – predicted  heterozyosity, 1000G – 1000 Genomes Project MAF, EST – Estonian population MAF

Table 3.  Genotype and allele frequencies case-control study
	SNP
	Genotype
/Allele
	controls
	cases
	HWE
	Χ2
p-value
	Model
	OR [CI]
	model

	
	
	N 
	(%) 
	N 
	(%) 
	
	
	
	
	

	rs9916809
	A
	39
	20
	36
	18
	
	.7620
	
	0.926 [0.562-1.525]
	C vs A

	
	C1
	161
	81
	162
	82
	
	
	
	
	

	
	AA
	7
	7
	2
	2
	.47
	.0853
	R
	3,73 [0,76-18,39]
	AA vs AC+CC

	
	AC
	25
	25
	32
	32
	
	.7685
	I
	1,28
	

	
	CC¹
	68
	68
	65
	65
	
	.6899
	D
	1,13 [0,63-2,03]
	CC vs AC+AA

	rs2277700
	A¹
	162
	81
	165
	83
	
	.7252
	
	1.095 [0.661-1.813]
	A vs G

	
	G
	38
	19
	35
	18
	
	
	
	
	

	
	AA¹
	65
	65
	69
	69
	1
	.7203
	D
	0,85 [0,47-1,53]
	AA vs AG+GG

	
	AG
	32
	32
	27
	27
	
	.7262
	I
	1,05
	

	
	GG
	3
	3
	4
	4
	
	.7203
	R
	0,76 [ 0,17-3,48]
	GG vs AG+AA

	rs2377005
	C¹
	14
	7
	16
	8
	
	.7466
	
	1.131 [0.537-2.383]
	C vs T

	
	T
	186
	93
	184
	92
	
	
	
	
	

	
	CC¹
	4
	4
	5
	5
	.0002
	.7561
	R
	0,81 [0,21-3,1]
	CC vs TC+TT

	
	TC
	6
	6
	6
	6
	
	.7963
	I
	1,1
	

	
	TT
	90
	90
	89
	89
	
	.8551
	D
	1,09 [0,44-2,69]
	TT vs TC+CC

	rs11658743
	T
	38
	19
	14
	7
	
	.0003
	
	0.314 [0.164-0.600]
	C vs T

	
	C¹
	162
	81
	186
	93
	
	
	
	
	

	
	TT
	18
	18
	7
	7
	<.0001
	.0163
	R
	2,98 [1,19-7,49]
	TT vs TC+CC

	
	TC
	2
	2
	0
	0
	
	.0092
	I
	1,76
	

	
	CC¹
	80
	80
	93
	93
	
	.0061
	D
	0,3 [0,12-0,73]
	CC vs TC+TT

	rs11077401
	T
	50
	26
	40
	20
	
	.2942
	
	0.780 [0.490-1.242]
	G vs T

	
	G¹
	146
	74
	160
	80
	
	
	
	
	

	
	TT
	9
	9
	11
	11
	.1828
	.5517
	R
	0,76 [0,3-1,89]
	TT vs GT+GG

	
	TG
	32
	32
	18
	18
	
	.3549
	I
	1,11
	

	
	GG¹
	57
	57
	71
	71
	
	.0919
	D
	0,61 [0,34-1,09]
	GG vs GT+TT

	rs2376999
	T¹
	172
	86
	178
	89
	
	.4096
	
	1.281 [0.710-2.310]
	T vs C

	
	C
	28
	14
	22
	11
	
	
	
	
	

	
	TT¹
	75
	75
	81
	81
	.3985
	.3571
	D
	0,73 [0,38-1,42]
	TT vs TC+CC

	
	TC
	22
	22
	16
	16
	
	.4368
	I
	1,19
	

	
	CC
	3
	3
	3
	3
	
	.9804
	R
	1,02 [0,2-5,18]
	CC vs TC+TT

	rs8068674
	T
	93
	47
	80
	41
	
	.2244
	
	0.782 [0.525-1.163]
	C vs T

	
	C¹
	105
	53
	116
	59
	
	
	
	
	

	
	TT
	27
	27
	17
	17
	.0434
	.0874
	R
	1,81 [0,91-3,59]
	TT vs TC+CC

	
	TC
	39
	39
	46
	46
	
	.2506
	I
	1,27
	

	
	CC¹
	33
	33
	35
	35
	
	.7647
	D
	0,91 [0,51-1,64]
	CC vs TC+TT

	rs4789934
	T¹
	186
	93
	190
	95
	
	.5025
	
	1.321 [0.585-2.983]
	C vs T

	
	C
	14
	7
	10
	5
	
	
	
	
	

	
	TT¹
	87
	87
	90
	90
	.3864
	.6265
	D
	0,81 [0,34-1,9]
	TT vs TC+CC

	
	TC
	12
	12
	10
	10
	
	.5065
	I
	1,66
	

	
	CC
	1
	1
	0
	0
	
	.3113
	R
	3,09 [0,12-76,76]
	CC vs TC+TT

	rs8179090
	G¹
	64
	32
	75
	38
	
	.2481
	
	1.275 [0.844-1.926]
	G vs C

	
	C
	136
	68
	125
	63
	
	
	
	
	

	
	GG
	17
	17
	21
	21
	.0025
	.3222
	R
	1,32 [0,76-2,31]
	GG vs GC+CC

	
	GC
	30
	30
	33
	33
	
	.312
	I
	1,2
	

	
	CC¹
	53
	53
	46
	46
	
	.4709
	D
	0,77 [0,38-1,57]
	CC vs GC+GG


Legend: A/G – allele genotype; ¹ – risk allele/genotype; MCA – maximum Cobb angle; OR – odds ratio; CI – confidence intervals; HWE – Hardy-Weinberg equilibrium p-value; OR – odds ratio; [Cl] – confidence interval, models: R – recessive, I – independent, D - dominant


Table 4. Genotype and allele frequencies – case only
	[bookmark: _GoBack]Progression
	MCA
	Beighton
	Thoracic curve

	A/G
	No
	Yes
	HWE
	Χ2
p-val
	OR
[CI]
	model
	A/G
	≤ 50°
	> 50°
	HWE
	Χ2
p-val
	OR
[CI]
	model
	A/G
	≤ 3
	≥ 4
	HWE
	Χ2
p-val
	OR
[CI]
	model
	A/G
	Lenke 1
/Ponseti IV
	Lenke 3
/Ponseti III
	HWE
	Χ2
p-val
	OR
[CI]
	model

	
	N
	%
	N
	%
	
	
	
	
	
	N
	%
	N
	%
	
	
	
	
	
	N
	%
	N
	%
	
	
	
	
	
	N
	%
	N
	%
	
	
	
	

	rs9916809

	A¹
	22
	21
	14
	15
	
	.31
	0.69 [0.33-1.43]
	A vs C
	A¹
	27
	21
	9
	13
	
	.12
	0.52 [0.23-1.19]
	A vs C
	A¹
	7
	13
	29
	20
	
	.19
	0.56 [0.23-1.36]
	A vs C
	A¹
	18
	15
	18
	23
	
	.19
	0.62 [0.3-1.28]
	A vs C

	C
	84
	79
	78
	85
	
	
	
	
	C
	99
	79
	63
	88
	
	
	
	
	C
	49
	88
	113
	80
	
	
	
	
	C
	100
	85
	62
	78
	
	
	
	

	AA¹
	2
	4
	0
	0
	1
	.18
	4.52 [0.21-96.49]
	AA vs AC+CC
	AA¹
	2
	3
	0
	0
	.72
	.28
	2.97 [0.14-63.53]
	AA vs AC+CC
	AA¹
	0
	0
	2
	3
	.72
	.37
	2.05 [0.1-44.05]
	AA vs AC+CC
	AA¹
	0
	0
	2
	5
	1
	.08
	7.73 [0.36-16.53]
	AA vs AC+CC

	AC
	18
	34
	14
	30
	
	.29
	2.22
	
	AC
	23
	37
	9
	24
	
	.10
	2.88
	
	AC
	7
	25
	25
	35
	
	.17
	2.62
	
	AC
	18
	31
	14
	34
	
	.17
	2.67
	

	CC
	33
	62
	32
	68
	
	.45
	0.72 [0.31-1.67]
	CC vs AC+AA
	CC
	38
	60
	27
	73
	
	.14
	0.51 [0.2-1.26]
	CC vs AC+AA
	CC
	21
	75
	44
	61
	
	.22
	0.54 [0.2-1.45]
	CC vs AC+AA
	CC
	41
	69
	24
	59
	
	.33
	0.66 [0.28-1.53]
	CC vs AC+AA

	rs2277700

	A¹
	95
	90
	70
	74
	
	<.01
	0.34 [0.16-0.74]
	A vs G
	A¹
	107
	85
	58
	78
	
	.24
	0.61 [0.31-1.35]
	A vs G
	A¹
	42
	75
	123
	85
	
	.08
	0.51 [0.24-1.1]
	A vs G
	A¹
	95
	81
	70
	85
	
	.37
	0.71 [0.33-1.52]
	A vs G

	G
	11
	10
	24
	26
	
	
	
	
	G
	19
	15
	16
	22
	
	
	
	
	G
	14
	25
	21
	15
	
	
	
	
	G
	23
	19
	12
	15
	
	
	
	

	AA¹
	43
	81
	26
	55
	.44
	<.01
	3.47 [1.42-8.52]
	AA vs AG+GG
	AA¹
	46
	73
	23
	62
	.62
	.26
	1.65 [0.69-3.92]
	AA vs AG+GG
	AA¹
	16
	57
	53
	74
	.63

	.11
	2.09 [0.84-5.22]
	AA vs AG+GG
	AA¹
	40
	68
	29
	71
	.57
	.75
	1.15 [0.48-2.73]
	AA vs AG+GG

	AG
	9
	17
	18
	38
	
	<.01
	2.59
	
	AG
	15
	24
	12
	32
	
	.25
	1.48
	
	AG
	10
	36
	17
	24
	
	.09
	1.86
	
	AG
	15
	25
	12
	29
	
	.39
	2.49
	

	GG
	1
	2
	3
	6
	
	.25
	0.28 [0.03-2.81]
	AA vs AG+GG
	GG
	2
	3
	2
	5
	
	.58
	0.57 [0.08-4.26]
	AA vs AG+GG
	GG
	2
	7
	2
	3
	
	.32
	0.37 [0.05-2.78]
	AA vs AG+GG
	GG
	4
	7
	0
	0
	
	.09
	0.15 [0.01-2.84]
	AA vs AG+GG

	rs2377005

	C
	6
	6
	10
	11
	
	.19
	0.5 [0.18-1.44]
	T vs C
	C
	8
	6
	8
	11
	
	.26
	0.56 [0.2-1.56]
	T vs C
	C¹
	5
	9
	11
	8
	
	.77
	0.84 [0.28-2.55]
	C vs T
	C¹
	7
	6
	9
	11
	
	.2
	0.51 [0.18-1.43]
	C vs T

	T¹
	100
	94
	84
	89
	
	
	
	
	T¹
	118
	94
	66
	89
	
	
	
	
	T
	51
	91
	133
	92
	
	
	
	
	T
	111
	94
	73
	89
	
	
	
	

	CC
	2
	4
	3
	6
	.004
	.55
	0.58 [0.09-3.6]
	CC vs TC+TT
	CC
	3
	5
	2
	5
	<.01
	.89
	0.88 [0.14-5.49]
	CC vs TC+TT
	CC¹
	1
	4
	4
	6
	<.01
	.68
	1.59 [0.17-14.86]
	CC vs TC+TT
	CC¹
	2
	3
	3
	7
	<.01
	.38
	2.25 [0.36-14.1]
	CC vs TC+TT

	TC
	2
	4
	4
	9
	
	.31
	1.43
	
	TC
	2
	3
	4
	11
	
	.37
	1.26
	
	TC
	3
	11
	3
	4
	
	.81
	1.04
	
	TC
	3
	5
	3
	7
	
	.31
	1.52
	

	TT¹
	49
	92
	40
	85
	
	.24
	2.14 [0.59-7.85]
	TT vs TC+CC
	TT¹
	58
	92
	31
	84
	
	.20
	2.25 [0.63-7.95]
	TT vs TC+CC
	TT
	24
	86
	65
	90
	
	.51
	1.55 [0.42-5.76]
	TT vs TC+CC
	TT
	54
	92
	35
	85
	
	.33
	0.54 [0.15-1.91]
	TT vs TC+CC

	rs11658743

	T
	6
	6
	8
	9
	
	.43
	0.65 [0.22-1.93]
	C vs T
	T
	8
	6
	6
	8
	
	.64
	0.77 [0.26-2.31]
	C vs T
	T¹
	2
	4
	12
	8
	
	.36
	2.46 [0.53-11.37]
	T vs C
	T¹
	6
	5
	8
	10
	
	.20
	0.5 [0.17-1.49]
	T vs C

	C¹
	100
	94
	86
	91
	
	
	
	
	C¹
	118
	94
	68
	92
	
	
	
	
	C
	54
	96
	132
	92
	
	
	
	
	C
	112
	95
	74
	90
	
	
	
	

	TT
	3
	6
	4
	9
	<.01
	.58
	00.65 [0.14-3.04]
	TT vs TC+CC
	TT
	4
	6
	3
	8
	<.01
	.74
	0.77 [0.16-3.64]
	TT vs TC+CC
	TT¹
	1
	4
	6
	8
	<.01
	.40
	2.46 [0.28-21.36]
	TT vs TC+CC
	TT¹
	3
	5
	4
	10
	<.01
	.37
	2.02 [0.43-9.54]
	TT vs TC+CC

	TC
	0
	0
	0
	0
	
	.58
	1.25
	
	TC
	0
	0
	0
	0
	
	.74
	1.14
	
	TC
	0
	0
	0
	0
	
	.40
	1.57
	
	TC
	0
	0
	0
	0
	
	.37
	1.42
	

	CC¹
	50
	94
	43
	91
	
	.58
	1.55 [0.33-7.32]
	CC vs TC+TT
	CC¹
	59
	94
	34
	92
	
	.74
	1.3[0.28-6.16]
	CC vs TC+TT
	CC
	27
	96
	66
	92
	
	.40
	0.41 [0.05-3.55]
	CC vs TC+TT
	CC
	56
	95
	37
	90
	
	.37
	0.5 [0.11-2.34]
	CC vs TC+TT

	rs11077401

	T
	7
	7
	33
	35
	
	<.01
	0.13 [0.05-0.31]
	G vs T
	T
	7
	7
	33
	35
	
	<.01
	0.22 [0.11-0.48]
	G vs T
	T
	15
	27
	25
	17
	
	.13
	0.57 [0.28-1.19]
	G vs T
	T¹
	21
	18
	19
	23
	
	.35
	0.72 [0.36-1.44]
	T vs G

	G¹
	99
	93
	61
	65
	
	
	
	
	G¹
	99
	93
	61
	65
	
	
	
	
	G¹
	41
	73
	119
	83
	
	
	
	
	G
	97
	82
	63
	77
	
	
	
	

	TT
	2
	4
	9
	19
	.01
	.01
	0.17 [0.03-0.81]
	TT vs TG+GG
	TT
	4
	6
	7
	19
	<.01
	.05
	0.29 [0.08-1.07]
	TT vs TG+GG
	TT
	5
	18
	6
	8
	.01
	.17
	0.42 [0.12-1.5]
	TT vs TG+GG
	TT¹
	6
	10
	5
	12
	.02
	.75
	1.23 [0.35-4.33]
	TT vs TG+GG

	TG
	3
	6
	15
	32
	
	<.01
	3.47
	
	TG
	6
	10
	12
	32
	
	<.01
	2.46
	
	TG
	5
	18
	13
	18
	
	.21
	1.52
	
	TG
	9
	15
	9
	22
	
	.44
	1.21
	

	GG¹
	48
	91
	23
	49
	
	<.01
	10.01 [3.39-29.62]
	GG vs TG+TT
	GG¹
	53
	84
	18
	49
	
	<.01
	5.59 [2.2-14.23]
	GG vs TG+TT
	GG¹
	18
	64
	53
	74
	
	.36
	1.55 [0.61-3.94]
	GG vs TG+TT
	GG
	44
	75
	27
	66
	
	.34
	0.66 [0.28-1.57]
	GG vs TG+TT

	rs2376999

	T¹
	99
	93
	79
	84
	
	.04
	0.37 [0.15-0.99]
	T vs C
	T¹
	113
	90
	65
	88
	
	.69
	0.83 [0.34-2.05]
	T vs C
	T¹
	48
	86
	130
	90
	
	.35
	0.64 [0.26-1.64]
	T vs C
	T
	107
	91
	71
	87
	
	.36
	0.66 [0.27-1.61]
	C vs T

	C
	7
	7
	15
	16
	
	
	
	
	C
	13
	10
	9
	12
	
	
	
	
	C
	8
	14
	14
	10
	
	
	
	
	C¹
	11
	9
	11
	13
	
	
	
	

	TT¹
	47
	89
	34
	72
	.19
	.04
	3 [1.03-8.67]
	TT vs TC+CC
	TT¹
	52
	83
	29
	78
	.11
	.61
	1.3 [0.47-3.61]
	TT vs TC+CC
	TT¹
	21
	75
	60
	83
	.12
	.34
	1.67 [0.58-4.79]
	TT vs TC+CC
	TT
	50
	85
	31
	76
	.54
	.25
	0.56 [0.2-1.53]
	TT vs TC+CC

	TC
	5
	9
	11
	23
	
	.05
	2.06
	
	TC
	9
	14
	7
	19
	
	.71
	1.11
	
	TC
	6
	21
	10
	14
	
	.39
	1.37
	
	TC
	7
	12
	9
	22
	
	.40
	1.27
	

	CC
	1
	2
	2
	4
	
	.49
	0.43 [0.04-4.93]
	CC vs TC +TT
	CC
	2
	3
	1
	3
	
	.89
	1.18 [0.1-13.48]
	CC vs TC +TT
	CC
	1
	4
	2
	3
	
	.83
	0.77 [0.07-8.86]
	
	CC¹
	2
	3
	1
	2
	
	.78
	0.71 [0.06-8.13]
	CC vs TC +TT

	rs8068674

	T¹
	44
	42
	36
	39
	
	.65
	0.88 [0.49-1.55]
	T vs C
	T
	46
	37
	34
	47
	
	.16
	0.66 [0.37-1.19]
	C vs T
	T
	24
	43
	56
	40
	
	.71
	0.84 [0.47-1.67]
	C vs T
	T
	48
	42
	32
	39
	
	.04
	0.88 [0.49-1.57]
	C vs T

	C
	60
	58
	56
	61
	
	
	
	
	C¹
	78
	63
	38
	53
	
	
	
	
	C¹
	32
	57
	84
	60
	
	
	
	
	C¹
	66
	58
	50
	61
	
	
	
	

	TT¹
	8
	15
	9
	19
	.58
	.59
	0.75 [0.26-2.13]
	TT vs TC+CC
	TT
	8
	13
	9
	24
	1
	.42
	1.44 [0.6-3.44]
	TT vs TC+CC
	TT
	5
	18
	12
	17
	.8
	.93
	0.95 [0.3-3.01]
	TT vs TC+CC
	TT
	9
	15
	8
	20
	.32
	.63
	1.29 [0.45-3.7]
	TT vs TC+CC

	TC
	28
	53
	18
	38
	
	.66
	1.09
	
	TC
	30
	48
	16
	43
	
	.17
	1.53
	
	TC
	14
	50
	32
	44
	
	.72
	1.11
	
	TC
	30
	51
	16
	39
	
	.67
	1.08
	

	CC
	16
	30
	19
	40
	
	.28
	0.63 [0.28-1.45]
	CC vs TC+TT
	CC¹
	24
	38
	11
	30
	
	.13
	0.44 [0.15-1.28]
	CC vs TC+TT
	CC¹
	9
	32
	26
	36
	
	.64
	1.25 [0.49-3.16]
	CC vs TC+TT
	CC¹
	18
	31
	17
	41
	
	.31
	1.54 [0.67-3.54]
	CC vs TC+TT

	rs4789934

	T¹
	104
	98
	86
	91
	
	.048
	0.21 [0.04-1]
	T vs C
	T
	119
	94
	71
	96
	
	.75
	0.72 [0.18-2.87]
	T vs C
	T¹
	52
	93
	138
	96
	
	.48
	0.57 [0.15-2.08]
	T vs C
	T¹
	110
	93
	80
	98
	
	.20
	0.34 [0.07-1.66]
	T vs C

	C
	2
	2
	8
	9
	
	
	
	
	C¹
	7
	6
	3
	4
	
	
	
	
	C
	4
	7
	6
	4
	
	
	
	
	C
	8
	7
	2
	2
	
	
	
	

	TT¹
	51
	96
	39
	83
	1
	.03
	5.23 [1.05-26.02]
	TT vs TC+CC
	TT
	56
	89
	34
	92
	1
	.63
	0.59 [0.01-30.38]
	TT vs TC+CC
	TT¹
	24
	86
	66
	92
	1
	.37
	1.83 [0.48-7.06]
	TT vs TC+CC
	TT¹
	51
	86
	39
	95
	1
	.15
	3.06 [0.62-15.22]
	TT vs TC+CC

	TC
	2
	4
	8
	17
	
	.03
	5.23
	
	TC
	7
	11
	3
	8
	
	.63
	1.07
	
	TC
	4
	14
	6
	8
	
	.37
	1.83
	
	TC
	8
	14
	2
	5
	
	.15
	3.06
	

	CC
	0
	0
	0
	0
	
	1
	0.89 [0.02-45.62]
	CC vs TC+TT
	CC¹
	0
	0
	0
	0
	
	.63
	0.71 [0.17-2.92]
	CC vs TC+TT
	CC
	0
	0
	0
	0
	
	1
	0.39 [0.01-20.29]
	CC vs TC+TT
	CC
	0
	0
	0
	0
	
	.06
	0.54 [0.3-1]
	CC vs TC+TT

	rs8179090

	G¹
	35
	33
	40
	43
	
	.17
	1.50 [0.85-2.67]
	G vs C
	G
	49
	39
	26
	35
	
	.07
	1.17 [0.65-2.13]
	C vs G
	G
	45
	31
	30
	54
	
	<.01
	0.39 [0.21-0.74]
	C vs G
	G
	51
	43
	24
	29
	
	.04
	0.54 [0.3-1]
	C vs G

	C
	71
	67
	54
	57
	
	
	
	
	C¹
	77
	61
	48
	65
	
	
	
	
	C1
	99
	69
	26
	46
	
	
	
	
	C¹
	67
	57
	58
	71
	
	
	
	

	GG¹
	8
	15
	13
	28
	.21
	.12
	0.47 [0.17-1.25]
	GG vs CG+CC
	GG
	13
	21
	8
	22
	.07
	.91
	0.94 [0.35-2.54]
	GG vs CG+CC
	GG
	12
	17
	9
	32
	.01
	.09
	0.42 [0.15-1.16]
	GG vs CG+CC
	GG
	16
	27
	5
	12
	.27
	.07
	0.37 [0.13-1.12]
	GG vs CG+CC

	GC
	19
	36
	14
	30
	
	.22
	1.41
	
	GC
	23
	37
	10
	27
	
	.65
	1.1
	
	GC
	21
	29
	12
	43
	
	.01
	2.06
	
	GC
	19
	32
	14
	34
	
	.08
	1.67
	

	CC
	26
	49
	20
	43
	
	.51
	1.3 [0.59-2.87]
	CC vs CG+GG
	CC¹
	27
	43
	19
	51
	
	.41
	0.71 [0.31-1.61]
	CC vs CG + GG
	CC¹
	39
	54
	7
	25
	
	.01
	3.55 [1.34-9.38]
	CC vs CG+GG
	CC¹
	24
	41
	22
	54
	
	.20
	1.69 [0.76-3.77]
	CC vs CG+GG


Legend: A/G – allele genotype; ¹ – risk allele/genotype; MCA – maximum Cobb angle; OR – odds ratio; CI – confidence intervals; HWE – Hardy-Weinberg equilibrium p-value

