[bookmark: _GoBack]Figure 1. Standard D’/LOD display obtained from Haploview software. The values in diamonds shows how many of the SNPs in the dataset have been successfully tagged by the set of chosen tests. D’<1 and LOD<2 are indicated in white. D’<1 and LOD≥2 are indicated in shades of pink/red. D’=1 and LOD ≥2 as bright red. There is no D’=1 and LOD≥2. There is a strong evidence of  recombination and the highest r2 value is 0.544. 
